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Molecular  surface  area,  962,  970 
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Monte  Carlo  calculations,  of 
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Monte  Carlo  calculations,  on 
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Monte  Carlo  calculations,  with 
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NMR  interpretations,  molecular 
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Non-bonded  interactions,  fast 
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Papain,  molecular  mechanics 
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Parallel  computing,  in  molecular 
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Potential  energy  surface, 
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Protein  calculations,  simulated 
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Protein  foldmg,  model  for,  226 
Protein  structure,  calculations  of 
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Protein-DNA  complexes, 
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structure  refinement,  1217 
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effects  on,  1444 
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